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AMENDM£j>i I S l U I HE CLAIMS 



Listing of Claims; 

1-9. (Cancelled) 

10, (Currently amended) ^ An eypressinn vector of Claim 9. comprising a n isolated Lipid 
Metabolism Protein (LM?) nucleic acid comprising a polynucleotide sequence encoding a 
polypeptide that ftmctions as a modulator of a seed storage compound in a plant wherein the 



a) the polynucleotide sequence as shown in SEP ID NO :23 ; 

h) a polynucleotide sequence encoding the polypeptide as shown in SEP ID NO:24; 

c) a polynucleotide sequence having at least 70% sequence identity with t he LMP 

nucleic acid of a) or b) above; 

d) a polynucleotide sequence encoding a polypeptide having at least 70% identity 
v^dth the amino acid sequence of SEQ ID NO: 24: and 

e) a poly nucleotide sequence that hybridizes to complement of the full-length 

polynucletotide sequence of a) or b) above under stringent conditions of 6X sodium 
chloride/sodium citrate fSSO at 65°C followed bv one or more washes in 0.2 X SSC at 
50 to 65°C: 

wherein the LMP nucleic acid is operatively linlced to a heterologous promoter selected from the 
group consisting of a seed-specific promoter, a root-specific promoter, and a non-tissue-specific 
promote r: and wherein expression of the polynucleotide in a plant results in an increase in the 
level of a seed storage compound in the plant . 

1 1 . (Currently amended) A method of prodvxcing a transgenic plant having a modified level 
of a seed storage compound comprising, transforming a plant cell with an expression vector 
comprising a lipid metabolism protein (LMP) nucleic acid and generating from tlie plant cell the 
transgenic plant, wherein expression of the nucleic acid e nee^ efr- a-polypeptide that functions as a 
modulator results in an increase in Uie level of a seed storage compound in the transgaiic plant 
compared to a wild type variety of the plant , and wherein the nucleic acid comprises a 
polynucleotide sequence selected from the group consisting of: 




is s elected fro m the group consisting of: 
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a) a polyaucleotide sequence as defined in SBQ4E^ ^ 0:1, S EQ ID N0:3, SE Q4& 
N 0:5 , S EQ I DN0:7, SEQ IDN0:9, SEQ IDN0:1 1, SEQ Ii^0:13, SEQ IP N0:1S, 
SEQ ID N0:17, SEQ ID N0:19, SEQ ID N0:21, SEQ ID NO:23, SE Q ID NO:25 , S E Q 
t&»f0^ 7, SEQ ID NO:29, SEQ ID N0 :3 U SEQ ID N O :33, SEQ IDN0:3S, SEQ ID 
NO:37, SEQ IDNO:39, SEQIDNO:^!, S EQ ID N0:13 , S E Q IDN0 : d5, SEQ I D 
N0:^7, SEQ ID N0:51, SEQ ID NO:53> SEQ ID NO:55, SEQ ID NO:57, SEQ ID 
NO:59, SEQ ID N0:61, SEQ ID NO:63, SEQ ID MO:65, SEQ ID NO:67, SEQ ID 
NO:69, SEQ ID N0:71, SEQ ID MO:73, SEQ ID NO:75, SEQ ID NO:77, SEQ ID 
^10 : 79, and SEQ ID NGr84-; 

b) a polynucleotide sequence eiicuding a polypeptide as defined in SEQ ID N0:2, 
SEQ ID NO :i SEQ ID NQ:6 , SE Q ID N 0:8 , SEQ ID NO: 10, SE Q-ID-N043rSEQ4D 
N0:13, SEQ ID NU:i6, SE Q ID NO: 1 8, SEQ ID NO:20 , SE Q ID NO:22 , SEQ ID 

N0:31, SEQ ID NO:36, SEQ ID NO:38, SEQ ID N0:1Q, SEQ ID NQ:12, SEQ ID 
NOill, SEQ ID N0:16, SEQ ID N0:^8, SEQ ID NO:52, SEQ ID N0:5^, SEQ ID 
NO:56, SEQ ID NO:58, SEQ ID NO:60, SEQ ID MO:62, SEQ ID N0:6^ SEQ ID 
NO:66, SEQ ID NO:6 8 , SEQ ID NO:70, SEQ ID NO:72, SE Q ID N0:7 '1 , SEQ ID 
N O:76, SEQ ID NO:78, SE Q I D N0 : 8 Q, and SEQ ID NO:82 ; 

c) a polymicleotide seqnence having at least 70% sequence identity with the LMP 
nucleic acid of a) or b) above, 

d) a polynucleotide sequence that ig oomptomentary te - fli e- MI - I o ngtli LMP nucl e ic 
acid of a) or b) abov e ; encoding a polypeptide having at least 70% identity to the amino 

acid sequence of SEP ID NO: 24: and 

e) a polynucleotide sequence that hybridizes under s fringent conditions to the 
com plement of the full-length nucleic acid of a) or b) above under stringent conditions of 
6X sodium chloride/sodium citrate (gSC) at 65° C followed by o ne or more washes in 0.2 
X SSC at 50 to 65°C . 



1 2. (Currently amended) The method of Claim 1 1 , wherein the LMP nucleic acid comprises 
[[a]] M polynucleotide sequence s ol o ctcd fro m the group consisting of SEQ ID N0:1, SEQ ID 
N 0:3, S E Q ID N0:5, SEQ ID N0:7, SEQ ID N0:9, SEQ ID NO:I I, SEQ ED N0:I3, SEQ ID 
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NO: 1 5, S EQ ID N O :l? r SEQ ID N0:19> SE Q ID N 0:21, SEQ ID NO:23rS 

SS q ID NO:39, SEQ ID NQy l 1, SEQ ID N O:43, SEQ ID N0:^ 5, SE Q ID N0:17, SEQ ID 
N0:51, SEQ ID NO:53, SE Q ID N O:55, SEQ ID N0:S7, SEQ ID^ Q :59, SEQ ID N 0:6 1, SEQ 
ID NO :6 3, SEQ ID NO:65, SE Q ID N O:6 7, SEQ ID NQ:69 . S E Q ID N0: 71, SEQ ID NQ:73, 
SEQ ID NO:75, SEQ ID NO:77, SEQ ID NO : 7 9, and SEQ ID N0:81 . 

1 3 . (Currently amended) The method of Claim 1 1 , wherein the LMP nucleic acid comprises 
a polynucleotide sequence encoding [[aJJ the polypeptide selected from the group e e a & i -s tin g of 
SEQ ID N0:2, S E Q ID NO: d , SEQ ID NQ:6, SEQ ID N0:8, SEQ ID NO:10, SEQ ID N0:12, 
SEQ ID N0:13, SEQ ID N0:16, SEQ ID N0:18> SEQ ID NO:20. SEQ ID NQ:22, SEQ ID 
N0:2 ^, SEQ IDNQ:26, SEQ ID NO:28, SEQ ID NQ:30. SEQ ID NO:32, SEQ ID >?0:31, SE Q 
ID NO:36, SEQ ID ^?0 : 3 8 , SEQ ID NQ:^Q, SEQ ID NQ: ' 12. SEQ ID NO:44, SE Q ID N 0:16, 
SEQ ID N0:^8, SEQ ID NO:52, SEQ ID NO:54, SEQ ID NO:56, SE Q ID NO:5 8 , SEQ ID 
NO:60, SEQ ID NQ:62, SEQ ID N0:6 1 , SEQ ID NO:66, SEQ ID N O :68, SEQ ID NO:70, SEQ 
ID NO:72, SEQ ID NO:? ^ . SEQ ID NO:76, SEQ ID NO : 78 , SEQ ID NO:80, and SEQ ID 
N0:S2 



14-15. (Cancelled) 

16. (Original) The method of Claim 1 1 , wherein tlie LMP nucleic acid is operatively linked 
to a heterologous promoter selected from the group consisting of a seed-specific promoter, a 
root-specific promoter, and a non-tissue-specific promoter. 

17-19. (Cancelled). 

20. (Previously presented) The method of Claim 1 1 , wherein the LMP nucleic acid 
comprises a polynucleotide having at least 90% sequence identity with the LMP nucleic acid of 

a) or b) of Claim 1 1 . 

2 1 . (Currently amended) The method of Claim 1 1 , wherein the IMB nucleic acid comprises 
a teit nucleic acid that hybridizes m^der - stelflgent conditions to the complement of the full-Ienaih 
nucleic acid of a) or b) of Claim 1 1 under stringent conditions of 6X sodium chloride/sodium 
citrate fSSC) at 65"C tbllowed by one or more washes in 0.2 X SSC at 50 to 65°C . 
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22. (Currently amended) The metliod of Claim 1 1 , wherein the LMP nucleic acid comprises 
a polynucleotide c om p lementagy - to th e LMP nucleic acid of a) or b) of Cl aiffi44- s equence 
encoding a polypeptide havinR at least 70% identity with the amino acid sequence of SEQ ID 
NO: 24. 

23. (Cancelled). 

24. (Currently amended) A method of modulating the level of a seed storage compound in a 
plant comprising modifym g i ncreasing the expression of a Li fiid Metabolism Protoin (LMP) 
digalactosyldiacvklvcerolsvnthase nucleic acid in the plant, wherein expression of the nucleic 
acid results in an increase in the level of a seed storage compound in the plant, and wherein the 
yMtP nucleic acid, comprises a polynucleotide sequence selected from the group consisting of: 

a) a polynucleotide sequence as defined in HEQ ID NO : i, SE Q- ID N0:3, SEQ ID 



SEQ ID NO: 17, SEQ ID NO: 19, SEQ ID N0:21, SEQ ID NO:23 , SEQ ID NO:25, SEQ 
ID NO:27, SEQ ID NO:29, SEQ ID N0:31> SEQ ID NO:33, SEQ ID NO:35, SEQ ID 
NO:37, SEQ I D NO:39, SEQ ID N0:41, SEQ ID N0:13, SEQ ID N0:15, SEQ ID 
N0:17, SEQ ID N0 : 51, SEQ ID NO:53. SEQ ID N0:5S, SEQ ID NO:57, SEQ ID 
N O :59, S EQ ID N0:61, S E Q IDNO:63, SEQ IDNO:65, SEQ IDNO:67, SEQ ID 
NO:69, SEQ ID ^]0:71, SEQ ID NO:73, SEQ ID NO:7 5. S EQ ID NO:77, SEQ ID 
NO:79,and SEQ ID N0:81 ; 

b) a polynucleotide sequence encoding a polypeptide as defined in SEQ ID NO: 2, 
SEQ ID N 0:1 , SEQ ID N0:6, SEQ ID N0:8, SEQ ID NO:10, SEQ ID N0:12, SEQ ID 
N0:13, SEQ ID NQ:1(5, SEQ ID N0:18, SEQ ID NO:20, SEQ ID NQ:22, SEQ IP 
N0:24 , SEQ ID N0:26, SEQ ID NO:28> SEQ ID NO:30, SEQ ID NO:32, SEQ ID 
N0 : 3^ , SEQ ID NO:36, SEQ ID NO:38, SEQ ID NO:^0, SEQ ID NQ: 1 2, SEQ ID 
N0:11, SEQ ID N0:16, SEQ ID N0:18, SEQ ID NO:52, SEQ ED N0:5'1, SEQ ID 
NQ:56> SEQ ID NO:58, SEQ ID NO:60, SEQ ID NO:62, SEQ ID NO:61, SEQ ID 
NO:66, SEQ ID >?0:68, SEQ ID NO:70, SEQ ID NO:72, SEQ ID N0:7^, SEQ ID 
NO:76, SEQ ID NO:78, SEQ ID NO : 80, and SEQ ID NO:82 ; 
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c) a polynucleotide sequence having at least 70% sequence identity with the fcMP 
nucleic acid of a) or b) above; 

d) a polynucleotide sequence 
acid of a) or b) above encoding_a J 
acid sequence of SEP ID NO: 24 ; and 

e) a polynucleotide sequence that hybridizes under titibigciit conditiono to the 
complement of the full-length nucleic acid of a) or b) above under stringent conditions of 
6X sodium chloride/sodium citrate (SSC) at 65°C followed by one or more washes in 0.2 
X SSC at 50 to 65°C . 

25-32. (Cancelled) 

33. (Previously presented) The method of Claim 11, wherein the nucleic acid encodes a 
polypeptide that contains a lipid metabolism domain. 

34. (Currently amended) The method of Claim 33, wherein the nucleic acid encodes [[a]] the 
polypeptide s c l o ot o d &om the group consisting of SEQ mN0:6, SEQ IDNO:10, SEQ ID 
NQ:H> SE Q ID N0:18, SEQ ID NO:22, SEQ ID NO:2 4, SEQ ID MO:26, and SEQ ID NO:30 . 



35-36. (Cancelled) 

37. (Currently amended) A transgenic plant made by a nielhod con:iprising, transforming a 
plant cell with an expression vector comprising a lipid metabolism protein (LMP) nucleic acid, 
and generating from the plant cell the transgenic plant, wherein expression of the LMP nucleic 
acid in the plant results in n modified an increased level of a seed storage compound in the 
fansgenic plant as compared to a wild type variety of the plant, and wherein the nucleic acid 
comprises a polynucleotide sequence selected from the group consisting of: 

a) a polynucleotide sequence as defined in SEQ ID NQ:1, SEQ ID N0:3, SEQ ID 

N0:5, SEQ I D N0:7, SEQ IDN0:9, SEQ IDN0 :11, S EQ ID N 0: I3, SEQ IDN0:15, 
S EQ ID N0:17 , S E Q ID N 0:19, SEQ ID N0:21, SEQ ID NO:23^ 

NO:3 7, SEQ ID NO :39, SEQ ID N O: 1 1, SEQ ID NQ:13, SEQ ID N0 :1 5, SEQ ID 
N0:'17, SEQ IDN0:51, SEQ ID NO:53, SEQ ID N0:5S, SEQ ID NO:57, SEQ ID 
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NO:59, SEQ ID 110:61, SEQ ID NO:6 3 , SEQ ID MU:65, SEQ ID NO:67, SEQ ID 
NO:69, SEQ ID NQ:71, S EQ ID NO:73, SEQ ID NO:75, SEQ ID NO:77, SEQ ID 
NO:79,and SE Q ID N0:81 ; 

b) a polynucleotide sequence encoding a polypeptide as defined in SEQ ID - NO ^ a -? 
SEQ ID m-A, SEQ ID N0:6, SEQ ID N0:8, SEQ ID NO:10, SEQ ID N0:12, SEQ ID 
NO: 13, SEQ ID NO: 16. SEQ ID NO: 1 8 . SEQ ID NO:2 0. SEQ ID NO:22. SEQ ID 
N0:2 ^, SEQ ID NO:26, SEQ ID NO :2 8, SEQ ID NQ:30. SEQ ID NO:32, SEQ ID 
NO:34, SEQ ID llOi36, SEQ ID NO:38. SEQ ID NO:^0, S EQ ID N0:^2, SEQ ID 
N0:11, SEQ ID N0:^6, SEQ ID N0:d8, SEQ ID NQ:52, SEQ ID N0:51. SEQ ID 



NO:66, SEQ I D NO:68, SEQ ID NO:70, S EQ I D NO:72> SEQ ID N0:71, SEQ ID 
NO:76. SEQ ID NO:78, SEQ ID NO:80, mid SEQ ID NO:82 ; 

c) a polynucleotide sequence having at least 70% sequence identity with the LMP 
nucleic acid of a) or b) above; 

d) a polynucleotide sequence that in oomplomentary to the full - length LMP nucleic 
aoid of a^ or b^ abov e encoding a polypeptide having at least 70% identity to SEQ ID 
NO: 24; and 



complement of the full-length n ucleic acid of a) or b) above un dgr stri ngent conditions of 
6X sodium chloride/sodium citrate fSSC) at 65°C followed by one or more washes in 0.2 
X SSC at 50 to 65°C . 

38. (Original) The transgenic plant uf Claiiu 37, whcieui the plant is a dicotyledonous plant. 

39. (Original) The transgenic plant of Claim 37, wherein the plant is a monocotyledonous 
plant, 

40. (Original) The transgenic plant of Claim 37, wherein the plant is an oil producing 

species. 




e) 



a polynucleotide sequence that hybridizes 




to the 



41-46. (Cancelled). 
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47. (New) The method of Claim 1 1 , wherein the nucleic acid comprises a polynucleotide 
encoding a polypeptide having at least 80% sequence identity to SEQ ID NO: 24. 
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